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Putative dsRBD

B U1-like C2H2 ZnF

A (1) Average sequence identity between full sequences

(2) Average sequence identity between RNase III domains
       REN2   REN3  mRNP1 
REN1  28.47  31.16  35.04 
REN2         42.86  26.92 
REN3                27.27 

       REN2   REN3  mRNP1 
REN1  16.25  16.76  16.00 
REN2         23.12  18.23 
REN3                16.97 

Figure S2
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Direct interaction of mRPN1 and TbRGG2 in yeast two-hybrids
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“Handover model”C

The mRPN1 associated proteins TbRGG2, 8170 and 4160 are also found in MRP-related complexes

Table S1


